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1. Introduction
Influenza A viruses (IAV), an orthomyxovirus, is reportedly
prevalent in a large number of avian species and mammals including
humans, and poses immense public health challenge as a potential
pandemic originator[1]. It has been reported that IAV and Eurasian
avian-like (EA) lineage influenza viruses have been co-circulating
in pigs for nearly two decades in the Asian continent[2]. Pigs are
known to be maintenance hosts for EA H1N1 besides acting as
‘mixing bowls’, with the potential to harbor viral strains which can
cause pandemics[3]. The deadly impact of the two H1N1 pandemics
in the recent past viz. the much famed Spanish flu of 1918 and the
2009 swine flu[1] pandemic rankles the scientific fraternity and
public health experts till date. One re-assortant strain of EA H1N1
namely genotype 4 (G4) reassortant Eurasian avian-like (EA) H1N1
(G4EA H1N1) has been reported to be present in pigs of certain
provinces of China since the last decade. The detection of G4 EA
H1N1 amongst personnel working in slaughterhouses in the swine
industry in China[4] draws attention to the likely possibility of a
G4 EA H1N1 pandemic in the near future, if not addressed well in
time. The G4 EA H1N1 is known to possess characteristics that are
considered favorable for its adaptation amongst humans[4]. Thus,
the likelihood of a potential pandemic of G4 EA H1N1 in the near
future has turned into a hot, yet dreaded topic of discussion amongst
the skeptic scientific fraternity. In this context, this paper is an
attempt to assess and analyze the possible public health challenges
from G4 EA H1N1 and the requirement of forming countryspecific strategies to combat the potential human transmission and
outbreaks.

2. IAV-a potent ‘pandemic originator’
IAV is one of the most dynamic viruses and a proven ‘pandemic
originator’ due to its capability of extensive re-assortment resulting
in novel re-assortant viruses. The 2009 swine flu undisputedly
heralded the era of re-assortant viruses. Unlike the majority of
human swine influenza infections, this re-assortant virus was
capable of continuous human-to-human transmission, resulting in a
global pandemic[5]. As per WHO, the flu reportedly impacted more

than 214 countries, making it the first global pandemic post the 1968
Hong Kong flu[6]. Similarly, another influenza virus re-assortant
strain is G4 EA H1N1, commonly called the ‘G4 swine flu virus’.
This ‘G4 swine flu virus’ is very similar to the 2009 ‘swine flu’-A/
H1N1pdm09 which has been reported to be in circulation amongst
pig populations in China with steadily increasing infectivity since
2016[4].

3. Swine flu virus ‘G4 EA H1N1’
The newly discovered G4 EA H1N1 virus is a cocktail of three
lineages of influenza viruses, the H1N1 strain that caused the 2009
swine flu pandemic, the strains found in European and Asian birds
and a North American H1N1 strain that has genes from human, pig
and avian influenza viruses[4]. Although G4 EA H1N1 primarily
affects pigs[7], yet recent evidence of its infection amongst humans
has raised concerns[4]. To date, there is no evidence of human-tohuman transmission, nonetheless, reports of pig populations in
China being infected by G4 EA H1N1[4] raise the likely chances of
virus spillover to humans. Apprehensions have been raised by some
investigators that G4 EA H1N1 may likely be transmitted between
humans as it possesses “all the characteristics” including the binding
ability to human-like SAα2, 6Gal receptor for adapting to humans[4].
As on date, G4 EA H1N1 qualifies to be listed in the second phase
of the “WHO Pandemic Phase Descriptions”[8], since evidence
for only animal-to-human transmission has been confirmed with
35 people being reported to be infected with the virus[4,7]. Studies
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have also revealed that about 4% of the 230 people from the general
population had antibodies to G4 viruses[7].

not known to humans. Any slackness of surveillance on this new
emerging challenge may potentiate outbreaks of G4 EA H1N1.

4. Pigs as ‘mixing bowls’ for influenza viruses
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